and at each codon position (B, C, and D) from 106 genes in 68 species after removing sites that encode the same amino acids. Dot size correlates with the number of species in each lineage (group) that have a significantly different GC% (Wilcox test, P < 1 × 10 -3 ) with the species compared with (colors of dots correspond to the compared lineages). Lines connecting any two species represent significant difference in GC content, with most significant in green and weakest in yellow (1 × 10 -3 ). The full names for the species can be found in Supplementary Table 3 . G n e to p h yt e s 
